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1 Sampling Positions


[bookmark: OLE_LINK98][bookmark: OLE_LINK99][bookmark: OLE_LINK100]Figure S1 Maps indicating (a) location of Chaizhibang River, (b) river water and sediment sampling positions (c) distribution of planted floating beds and transplanted palants in remediation area, (d) plants (upper) and abiotic carriers (bottom) sampling positions and samples photos. Arrows in Figure (a) point the ends of the rivers. The west end of remediation area is 1650 m away from the west mouth of Chaizhibang River. Figure (a), (b) and (c) are from our previous paper (Ning et al, 2014).
Ning D, Huang Y, Pan R, Wang F, Wang H. (2014). Effect of eco-remediation using planted floating bed system on nutrients and heavy metals in urban river water and sediment: A field study in China. Science of The Total Environment 485-486: 596-603.

2 Water properties
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[bookmark: OLE_LINK12][bookmark: OLE_LINK13][bookmark: OLE_LINK17][bookmark: OLE_LINK18][bookmark: OLE_LINK19]Figure S2 Physical and chemical properties of river water in remediated (blue) and control (red) areas. The hierarchical clustering (left) uses standardized data (set mean of zero and variance of 1 for each property). CW1, CW2 and CW3 are river water samples from control area, and RW1, RW2 and RW3 are river water samples from remediated area. The line chart (right) shows the mean (circle) and standard deviation (error bar) of each water property in remediated (blue) and control (red) areas. The observed values of each property were divided by a designated base value just to make different properties easier to read in one chart. ***, P<0.005; **, P<0.01; *, P<0.05; #, P<0.1, according to two-tail t-tests.


[bookmark: OLE_LINK15][bookmark: OLE_LINK16]3 Microbial diversity
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[bookmark: OLE_LINK9][bookmark: OLE_LINK10][bookmark: OLE_LINK11][bookmark: OLE_LINK14][bookmark: OLE_LINK7][bookmark: OLE_LINK8]Figure S3 Alpha (left, inverse Simpson index) and beta (right, Jaccard index) diversity indexes of microbial communities in different media at different areas. CS, sediment samples from control area; RS, sediment samples from remediated area; CW, river water samples from control area; RW, river water samples from remediated area; AB, biofilm samples from abiotic carriers; PB, biofilm samples from plants. ***, P<0.005; **, P<0.01; *, P<0.05; #, P<0.1; ns, P>0.1, according to two-tail t-test.



Table S1 Overlapped and unique gene numbers in different media at different areas.
	Sample
type[1]
	Number and rate of overlapped or unique genes
	Detected gene number
	Overlapped with PB[2]

	
	CW
	RW
	CS
	RS
	AB
	PB
	
	

	[bookmark: _Hlk414822031]CW
	222(0.42%)[3]
	47226(79%[4])
	43037(76%)
	45690(79%)
	48662(74%)
	48596(71%)
	53087
	91.5%

	RW
	
	340(0.60%)
	44088(75%)
	47232(79%)
	51971(79%)
	52219(76%)
	56708
	92.1%

	CS
	
	
	100(0.20%)
	45262(83%)
	45063(69%)
	44878(66%)
	49469
	90.7%

	RS
	
	
	
	142(0.27%)
	48587(74%)
	48460(71%)
	53167
	91.1%

	AB
	
	
	
	
	531(0.82%)
	60028(88%)
	64382
	93.2%

	PB
	
	
	
	
	
	2602(3.89%)
	66842
	100%


[1] CS, sediment samples from control area; RS, sediment samples from remediated area; CW, river water samples from control area; RW, river water samples from remediated area; AB, biofilm samples from abiotic carriers; PB, biofilm samples from plants.
[2] The number of genes detected in both PB and a certain type of samples divided by the detected gene number in this type of samples.
[3] The diagonal numbers show the number and percentage of unique genes in a certain type of samples.
[4] The number of genes detected in both types of samples divided by the number of genes detected in either type.
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[bookmark: OLE_LINK32]Figure S4 Detected functional gene numbers in microbial communities in different media at different areas. CS, sediment samples from control area; RS, sediment samples from remediated area; CW, river water samples from control area; RW, river water samples from remediated area; AB, biofilm samples from abiotic carriers; PB, biofilm samples from plants. ***, P<0.005; **, P<0.01; *, P<0.05; #, P<0.1; ns, P>0.1, according to two-tail t-test.



Table S2 Dissimilarity test of functional microbial community structures between samples in different media at different areas.
	Method
	Sample type
	RW
	CS
	RS
	AB
	PB

	Adonis[1] & Jaccard[2]

F (p)
	CW
	4.57(0.057)
	7.36(0.001)
	4.45(0.001)
	7.61(0.001)
	21.19(0.006)

	
	RW
	
	9.47(0.001)
	5.83(0.001)
	5.47(0.001)
	15.69(0.001)

	
	CS
	
	
	3.71(0.001)
	19.31(0.001)
	38.03(0.001)

	
	RS
	
	
	
	12.78(0.003)
	26.05(0.003)

	
	AB
	
	
	
	
	3.78(0.001)

	MRPP[3] & Bray[4]

Delta (p)
	CW
	0.12(0.113)
	0.13(0.013)
	0.14(0.017)
	0.13(0.015)
	0.09(0.018)

	
	RW
	
	0.12(0.011)
	0.13(0.011)
	0.12(0.018)
	0.08(0.009)

	
	CS
	
	
	0.13(0.011)
	0.13(0.001)
	0.10(0.009)

	
	RS
	
	
	
	0.13(0.007)
	0.10(0.005)

	
	AB
	
	
	
	
	0.10(0.005)



[1] Non-parametric multivariate analysis of variance (MANOVA) with the adonis function. Results were presented as “the F-value (P-value as significance)”.
[2] Jaccard dissimilarity.
[3] Multiple response permutation procedure, a nonparametric procedure that does not depend on assumptions such as normally distributed data or homogeneous variances, but rather depends on the internal variability of the data. Results were presented as “the mean distance (P-value as significance)”.
[4] Bray Curtis Dissimilarity.
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[bookmark: OLE_LINK20][bookmark: OLE_LINK21]Figure S5 Hierarchical clustering of relative abundances of functional genes detected in different media at remediated and control areas. CS, sediment samples from control area; RS, sediment samples from remediated area; CW, river water samples from control area; RW, river water samples from remediated area; AB, biofilm samples from abiotic carriers; PB, biofilm samples from plants.


[bookmark: OLE_LINK22][bookmark: OLE_LINK23]4 Gene names and categories
Table S3 Full and abbreviated names of functional gene families in different gene categories
	Category
	Subcategory
	Gene
	Full name of encoding protein

	Carbon cycling
	Carbon fixation
	codh
	Carbon monoxide dehydrogenase

	
	
	pcc
	Propionyl-coa carboxylase

	
	
	rubisco
	Ribulose-bisphosphate carboxylase

	
	Acetogenesis
	fhs
	Formyltetrahydrofolate synthetase

	
	Methane
	production
	mcrA
	Methyl coenzyme M reductase

	
	
	oxidation
	mmoX
	Methane monooxygenase

	
	
	
	pmoA
	Particulate methane monooxygenase

	
	Carbon degradation
	TCA cycling
	aceB
	Malate synthase

	
	
	
	aceA
	Isocitrate lyase

	
	
	
	scsB
	Succinyl-coa synthetase

	
	
	Glucose
	gox
	Glucose oxidase

	
	
	lactose
	gla
	Alpha-galactosidase

	
	
	
	lct
	Lactase

	
	
	Sucrose
	inv
	Invertase

	
	
	
	rgase
	Rhamnogalacturonase

	
	
	Starch
	amyA
	Alpha-amylase

	
	
	
	amyX
	Pullulanase

	
	
	
	apu
	Amylopullulanase

	
	
	
	cdase
	Cyclomaltodextrinase

	
	
	
	dex
	Dextranase

	
	
	
	gla
	Alpha-galactosidase

	
	
	
	ipu
	Isopullulanase 

	
	
	
	npl
	Neopullulanase 

	
	
	
	pulA
	Pullulanase

	
	
	Inulin
	einu
	Endoinulinase

	
	
	
	exinu
	Exoinulinase

	
	
	pectin
	epg
	Endopolygalacturonase

	
	
	
	exopg
	Exopolygalacturonase

	
	
	
	pel
	Pectate lyase

	
	
	
	pec
	Pectinase

	
	
	
	pme
	Pectin methylesterase

	
	
	
	pnl
	Pectin lyase

	
	
	Hemicellulose
	ara
	Alpha-L-arabinofuranosidase

	
	
	
	man
	Mannanase

	
	
	
	xyn
	Xylanase

	
	
	
	xylA
	Xylose isomerase

	
	
	
	xyrA
	Xylose reductase

	
	
	Cellulose
	cbs
	Cellobiase

	
	
	
	egl
	Endoglucanase

	
	
	Chitin
	nag
	N-acetylglucosaminidase

	
	
	
	cda
	Chitin deacetylase

	
	
	
	ech
	Endochitinase

	
	
	
	exch
	Exochitinase

	
	
	Protein
	mep
	Metalloprotease

	
	
	
	dpr
	Aspartic protease

	
	
	
	cpr
	Cysteine protease

	
	
	
	spr
	Serine protease

	
	
	lipid
	lipe
	Lipase

	
	
	
	plaA
	Phospholipase A2

	
	
	
	plaC
	Phospholipase C

	
	
	
	plaD
	Phospholipase D

	
	
	Cutin
	cut
	Cutinase

	
	
	Lignin
	glx
	Glyoxal oxidase

	
	
	
	lip
	Lignin peroxidase

	
	
	
	mnp
	Manganese peroxidase

	
	
	
	lac
	Laccase and similar phenol oxidase

	
	
	
	vanA
	Vanillate O-demethylase oxygenase

	
	
	
	vdh
	Vanillin dehydrogenase

	
	
	Alkane
	ass
	Alkylsuccinate synthase

	
	
	terpenes
	cdh
	Carveol dehydrogenase

	
	
	
	cyp101
	Cytochrome p450cam

	
	
	
	leh
	Limonene-1,2-epoxide hydrolase

	
	
	
	lmo
	 Limonene monooxygenase

	Nitrogen cycling
	Nitrogen fixation
	nifH
	Nitrogenase

	
	Ammonification
	gdh
	Glutamate dehydrogenase

	
	
	ureC
	Urease

	
	Nitrification
	amoA-A
	Archaeal ammonia monooxygenase

	
	
	amoA-B
	Bacterial ammonia monooxygenase

	
	
	hao
	Hydroxylamine oxidoreductase

	
	Denitrification
	nar
	Nitrate reductase

	
	
	nirS
	Cytochrome cd1 nitrite reductase

	
	
	nirK-D
	Copper-containing nitrite reductase in denitrifier

	
	
	nirk-N
	Copper-containing nitrite reductase in nitrifier

	
	
	nor
	Nitric oxide reductase

	
	
	nosZ
	Nitrous oxide reductase

	
	Assimilatory N reduction
	nasA
	Assimilatory nitrate reductase

	
	
	nir
	Assimilatory nitrite reductase

	
	Dissimilatory N reduction
	napA
	Periplasmic nitrate reductase

	
	
	nrfA
	Cytochrome c nitrite reductase

	
	Anammox
	hzo
	Hydrazine oxidoreductase

	Phosphorus utilization
	ppk
	Polyphosphate kinase

	
	ppx
	Phosphatase X

	
	phytase
	Phytase

	Antibiotic resistance
	transporter
	abc
	ATP-binding cassette multidrug transporter

	
	
	mate
	Multi-antimicrobial extrusion protein

	
	
	mex
	Protein in multidrug efflux pump system

	
	
	mfs
	Major facilitator superfamily of efflux transporter

	
	
	smr
	Small multidrug resistance family of efflux transporter

	
	β-lactamases
	bla
	Beta lactamases

	
	other
	tet
	Tetracycline resistance protein

	
	
	van
	Vancomycin resistance protein

	Metal-resistance
	Ag
	silA
	Silver efflux protein

	
	
	silC
	Outer membrane efflux protein

	
	
	silE
	Silver binding protein

	
	
	silP
	Silver efflux system protein

	
	Al
	alr
	Aluminum resistance protein

	
	As
	aoxB
	Arsenite oxidase

	
	
	arsA
	Arsenite transporter

	
	
	arsB
	Arsenic efflux pump protein

	
	
	arsC
	Arsenate reductase

	
	
	arsM
	Arsenite S-adenosylmethyltransferase

	
	Cd
	cadA
	Cadmium resistance protein, cation transport atpase

	
	
	cadBD
	Cadmium resistance transporter

	
	Co
	corC
	Magnesium and cobalt efflux protein

	
	Co/Ni
	cnrA
	Nickel and cobalt resistance protein

	
	
	cnrC
	Nickel and cobalt resistance protein

	
	
	rcnA
	Nickel and cobalt efflux protein

	
	Cr
	chrA
	Chromate transporter

	
	Cu
	copA
	Copper-translocating P-type atpase

	
	
	cueO
	Multicopper oxidase protein

	
	
	cusA
	Copper efflux system protein

	
	
	cusC
	Cation efflux system protein, Copper

	
	
	cusF
	Copper efflux system periplasmic protein

	
	Hg
	merA
	Mercuric reductase

	
	
	merB
	Alkylmercury lyase

	
	
	merF
	Ion transport transmembrane protein

	
	
	merG
	Drug efflux transporter, phenylmercury resistance

	
	
	merP
	Cation transport atpase

	
	
	merT
	Mercuric ion transport protein

	
	
	merC
	Mercury resistance protein

	
	Ni
	nreB
	Nickel resistance protein

	
	Pb
	pbrA
	Heavy metal translocating P-type atpase, Pb

	
	
	pbrD
	Lead resistance protein

	
	
	pbrT
	Lead uptake protein

	
	Se
	ser
	Selenate reductase

	
	Te
	tehB
	Tellurite resistance protein

	
	
	terC
	Tellerium resistance protein

	
	
	terD
	Tellurium resistance protein

	
	
	terZ
	Tellurium resistance protein

	
	Zn
	zitB
	Zinc ion transporter

	
	
	zntA
	Cation-transporting atpase

	
	Multi.
	czcA
	Heavy metal efflux pump

	
	
	czcA
	Heavy metal efflux pump

	
	
	czcD
	Co/Zn/Cd efflux system component

	
	
	mtn
	Metallothionein

	
	
	smtA
	Metallothionein





5 Carbon cycling and organic remediation
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Figure S6 The number of carbon-degradation (left) and organic-remediation (right) gene families which showed significant (at 95% confident interval of response ratio) different abundances in different areas or media. CS, sediment samples from control area; RS, sediment samples from remediated area; CW, river water samples from control area; RW, river water samples from remediated area; AB, biofilm samples from abiotic carriers; PB, biofilm samples from plants.

 




7 Heavy metal resistance genes
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[bookmark: OLE_LINK3][bookmark: OLE_LINK4][bookmark: OLE_LINK1][bookmark: OLE_LINK2][bookmark: OLE_LINK5][bookmark: OLE_LINK6]Figure S7 Response ratios of metal-resistance gene families (a) in river water (blue) and sediment (red) of control area to those of remediated area, (b) in biofilms on abiotic carriers (blue) and plants (red) to river water in remediated area, (c) in biofilms on abiotic carriers (blue) and plants (red) to sediment in remediated area, and (d) in biofilms on abiotic carriers to those on plants. CS, sediment samples from control area; RS, sediment samples from remediated area; CW, river water samples from control area; RW, river water samples from remediated area; AB, biofilm samples from abiotic carriers; PB, biofilm samples from plants. *, significant at 95% confidence interval (CI); **, significant at 99% CI; ***, significant at 99.5% CI. Error bars represent standard errors. Only significant (CI>95%) data are presented. 
8 Pathogenic bacteria and fungi
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Figure S8 The number of pathogenic bacterial (left) and fungal (right) subspecies which showed significant (at 95% confident interval of response ratio) different abundances in different areas or media. CS, sediment samples from control area; RS, sediment samples from remediated area; CW, river water samples from control area; RW, river water samples from remediated area; AB, biofilm samples from abiotic carriers; PB, biofilm samples from plants.


Table S4 Pathogenic subspecies which had significant (at 95% confident interval of response ratio) different abundances in different areas or media.
	#
	Subspecies
	Remediated VS Control
	River water VS
Facility Biofilms
	River sediment VS Facility Biofilms
	Plant biofilms VS
Abio-carrier biofilms

	
	
	River water
	Sediment
	Abio-carrier biofilms
	Plant biofilms
	Abio-carrier biofilms
	Plant biofilms
	

	Pathogenic bacteria

	1
	Bordetella pertussis Tohama I
	ns
	ns
	RW>AB
	RW>PB
	ns
	ns
	ns

	2
	Brucella abortus biovar 1 str. 9-941
	ns
	RS>CS
	AB>RW
	ns
	RS>AB
	RS>PB
	ns

	3
	Brucella abortus bv. 1 str. 9-941
	ns
	Only RS
	ns
	ns
	ns
	ns
	AB>PB

	4
	Brucella abortus bv. 6 str. 870
	ns
	ns
	ns
	ns
	ns
	ns
	ns

	5
	Brucella abortus S19
	ns
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	PB>AB

	6
	Brucella canis ATCC 23365
	ns
	CS>RS
	ns
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	7
	Brucella melitensis 16M
	Only CW
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	8
	Brucella melitensis biovar Abortus 2308
	RW>CW
	ns
	RW>AB
	ns
	ns
	PB>RS
	PB>AB

	9
	Brucella melitensis bv. 1 str. 16M
	ns
	ns
	ns
	ns
	AB>RS
	PB>RS
	ns

	10
	Brucella melitensis bv. 3 str. Ether
	Only CW
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	11
	Brucella suis 1330
	ns
	ns
	ns
	ns
	RS>AB
	RS>PB
	ns

	12
	Brucella suis bv. 3 str. 686
	CW>RW
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	13
	Campylobacter jejuni RM1221
	ns
	RS>CS
	ns
	ns
	ns
	ns
	ns

	14
	Campylobacter jejuni subsp. doylei 269.97
	ns
	ns
	ns
	Only PB
	ns
	Only PB
	Only PB

	15
	Campylobacter jejuni subsp. jejuni 414
	Only CW
	ns
	ns
	ns
	ns
	ns
	ns

	16
	Campylobacter jejuni subsp. jejuni 81116
	ns
	ns
	RW>AB
	RW>PB
	ns
	ns
	ns

	17
	Campylobacter jejuni subsp. jejuni 84-25
	ns
	ns
	Only RW
	Only RW
	Only RS
	Only RS
	ns

	18
	Campylobacter jejuni subsp. jejuni CG8486
	ns
	ns
	ns
	Only PB
	ns
	Only PB
	Only PB

	19
	Campylobacter jejuni subsp. jejuni HB93-13
	ns
	CS>RS
	ns
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	20
	Campylobacter jejuni subsp. jejuni NCTC 11168
	ns
	ns
	ns
	ns
	AB>RS
	PB>RS
	ns

	21
	Chlamydia trachomatis 434/Bu
	Only RW
	ns
	Only RW
	Only RW
	ns
	ns
	ns

	22
	Chlamydia trachomatis 70
	ns
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	ns

	23
	Chlamydia trachomatis 70s
	ns
	ns
	ns
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	24
	Chlamydia trachomatis B/TZ1A828/OT
	ns
	ns
	ns
	RW>PB
	ns
	ns
	AB>PB

	25
	Chlamydia trachomatis D/UW-3/CX
	ns
	ns
	RW>AB
	RW>PB
	AB>RS
	ns
	ns

	26
	Chlamydia trachomatis L2b/UCH-1/proctitis
	ns
	ns
	ns
	ns
	ns
	ns
	ns

	27
	Clostridium botulinum A3 str. Loch Maree
	ns
	ns
	ns
	RW>PB
	ns
	ns
	AB>PB

	28
	Clostridium botulinum B str. Eklund 17B
	ns
	ns
	ns
	PB>RW
	ns
	ns
	ns

	29
	Clostridium botulinum B1 str. Okra
	ns
	ns
	ns
	ns
	Only AB
	Only PB
	ns

	30
	Clostridium botulinum C str. Eklund
	ns
	ns
	AB>RW
	ns
	AB>RS
	PB>RS
	ns

	31
	Clostridium botulinum D str. 1873
	CW>RW
	ns
	ns
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	32
	Clostridium botulinum E3 str. Alaska E43
	CW>RW
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	33
	Clostridium botulinum F str. Langeland
	ns
	ns
	ns
	RW>PB
	RS>AB
	RS>PB
	ns

	34
	Clostridium botulinum NCTC 2916
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	35
	Clostridium difficile 630
	ns
	RS>CS
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	ns

	36
	Clostridium difficile CD196
	ns
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	37
	Clostridium difficile QCD-23m63
	ns
	CS>RS
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	38
	Clostridium difficile QCD-66c26
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	39
	Clostridium perfringens ATCC 13124
	Only RW
	ns
	ns
	ns
	Only AB
	Only PB
	ns

	40
	Clostridium perfringens B str. ATCC 3626
	ns
	ns
	Only AB
	ns
	Only AB
	ns
	Only AB

	41
	Clostridium perfringens C str. JGS1495
	Only RW
	ns
	Only RW
	Only RW
	Only RS
	Only RS
	ns

	42
	Clostridium perfringens D str. JGS1721
	CW>RW
	ns
	ns
	RW>PB
	RS>AB
	RS>PB
	ns

	43
	Clostridium perfringens E str. JGS1987
	ns
	ns
	ns
	RW>PB
	ns
	ns
	AB>PB

	44
	Clostridium perfringens SM101
	ns
	ns
	ns
	Only PB
	ns
	Only PB
	Only PB

	45
	Clostridium tetani E88
	ns
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	ns

	46
	Corynebacterium diphtheriae NCTC 13129
	ns
	ns
	ns
	PB>RW
	AB>RS
	PB>RS
	PB>AB

	47
	Enterococcus faecalis ATCC 4200
	ns
	ns
	ns
	ns
	RS>AB
	RS>PB
	ns

	48
	Enterococcus faecalis CH188
	CW>RW
	CS>RS
	ns
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	49
	Enterococcus faecalis D6
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	50
	Enterococcus faecalis Fly1
	CW>RW
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	ns

	51
	Enterococcus faecalis HH22
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	52
	Enterococcus faecalis JH1
	CW>RW
	ns
	ns
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	53
	Enterococcus faecalis T11
	Only RW
	ns
	ns
	Only RW
	RS>AB
	Only RS
	Only AB

	54
	Enterococcus faecalis T2
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	55
	Enterococcus faecalis T8
	Only CW
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	56
	Enterococcus faecalis TX1322
	ns
	Only RS
	ns
	ns
	Only RS
	Only RS
	ns

	57
	Enterococcus faecalis V583
	ns
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	ns

	58
	Enterococcus faecium 1,141,733
	Only CW
	ns
	ns
	ns
	ns
	ns
	ns

	59
	Enterococcus faecium 1,230,933
	ns
	ns
	ns
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	60
	Enterococcus faecium 1,231,410
	ns
	ns
	ns
	Only PB
	ns
	Only PB
	Only PB

	61
	Enterococcus faecium 1,231,501
	ns
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	ns

	62
	Enterococcus faecium Com12
	Only CW
	ns
	ns
	Only PB
	ns
	Only PB
	Only PB

	63
	Enterococcus faecium Com15
	RW>CW
	RS>CS
	RW>AB
	RW>PB
	ns
	RS>PB
	ns

	64
	Enterococcus faecium DO
	CW>RW
	ns
	AB>RW
	PB>RW
	ns
	ns
	ns

	65
	Enterococcus faecium TX1330
	ns
	ns
	AB>RW
	PB>RW
	ns
	PB>RS
	ns

	66
	Escherichia coli 536
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	67
	Escherichia coli APEC O1
	CW>RW
	CS>RS
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	ns

	68
	Escherichia coli B171
	CW>RW
	ns
	ns
	Only RW
	Only AB
	ns
	Only AB

	69
	Escherichia coli B7A
	ns
	ns
	ns
	RW>PB
	RS>AB
	RS>PB
	ns

	70
	Escherichia coli CFT073
	ns
	ns
	ns
	ns
	Only AB
	Only PB
	ns

	71
	Escherichia coli E110019
	ns
	ns
	ns
	ns
	AB>RS
	PB>RS
	ns

	72
	Escherichia coli E24377A
	ns
	ns
	RW>AB
	RW>PB
	ns
	ns
	AB>PB

	73
	Escherichia coli IAI39
	ns
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	ns

	74
	Escherichia coli M718
	ns
	ns
	ns
	Only PB
	ns
	Only PB
	Only PB

	75
	Escherichia coli O103:H2 str. 12009
	Only RW
	Only RS
	ns
	ns
	ns
	ns
	ns

	76
	Escherichia coli O157:H7 EDL933
	ns
	RS>CS
	ns
	ns
	ns
	ns
	ns

	77
	Escherichia coli O157:H7 str. EC4024
	ns
	ns
	ns
	ns
	ns
	ns
	ns

	78
	Escherichia coli O157:H7 str. EC4196
	ns
	CS>RS
	ns
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	79
	Escherichia coli O157:H7 str. EC4401
	Only RW
	ns
	ns
	ns
	Only AB
	Only PB
	ns

	80
	Escherichia coli O157:H7 str. EC4501
	ns
	ns
	RW>AB
	Only RW
	Only AB
	ns
	Only AB

	81
	Escherichia coli O157:H7 str. EC508
	Only CW
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	82
	Escherichia coli O157:H7 str. EC869
	ns
	Only RS
	ns
	ns
	RS>AB
	RS>PB
	ns

	83
	Escherichia coli O157:H7 str. Sakai
	Only CW
	ns
	Only AB
	Only PB
	ns
	ns
	ns

	84
	Escherichia coli O157:H7 str. TW14588
	Only RW
	Only CS
	ns
	ns
	Only AB
	Only PB
	ns

	85
	Escherichia coli SMS-3-5
	CW>RW
	ns
	ns
	ns
	ns
	ns
	ns

	86
	Escherichia coli UMN026
	ns
	ns
	ns
	ns
	ns
	RS>PB
	ns

	87
	Escherichia coli UTI89
	CW>RW
	ns
	ns
	PB>RW
	ns
	ns
	ns

	88
	Francisella tularensis subsp. holarctica LVS
	ns
	ns
	Only AB
	ns
	Only AB
	ns
	Only AB

	89
	Francisella tularensis subsp. tularensis FSC 198
	Only CW
	ns
	Only AB
	Only PB
	ns
	RS>PB
	ns

	90
	Haemophilus influenzae 22.4-21
	ns
	ns
	ns
	ns
	ns
	RS>PB
	ns

	91
	Haemophilus influenzae 86-028NP
	ns
	ns
	ns
	RW>PB
	ns
	ns
	ns

	92
	Haemophilus influenzae HK1212
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	93
	Haemophilus influenzae NT127
	RW>CW
	ns
	RW>AB
	RW>PB
	ns
	ns
	PB>AB

	94
	Haemophilus influenzae PittAA
	ns
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	ns

	95
	Haemophilus influenzae PittHH
	ns
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	ns

	96
	Haemophilus influenzae PittII
	ns
	ns
	ns
	RW>PB
	Only AB
	Only PB
	ns

	97
	Haemophilus influenzae R2846
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	98
	Haemophilus influenzae R2866
	ns
	ns
	ns
	Only PB
	ns
	Only PB
	Only PB

	99
	Haemophilus influenzae R3021
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	100
	Haemophilus influenzae Rd KW20
	Only RW
	ns
	ns
	ns
	ns
	ns
	ns

	101
	Helicobacter pylori 26695
	RW>CW
	ns
	ns
	ns
	ns
	PB>RS
	ns

	102
	Helicobacter pylori B38
	ns
	ns
	ns
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	103
	Helicobacter pylori G27
	ns
	ns
	ns
	RW>PB
	ns
	ns
	AB>PB

	104
	Helicobacter pylori HPAG1
	ns
	ns
	ns
	RW>PB
	RS>AB
	RS>PB
	ns

	105
	Helicobacter pylori Shi470
	Only CW
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	106
	Legionella pneumophila str. Corby
	RW>CW
	ns
	ns
	RW>PB
	ns
	ns
	ns

	107
	Legionella pneumophila str. Lens
	ns
	RS>CS
	AB>RW
	ns
	AB>RS
	ns
	ns

	108
	Legionella pneumophila str. Paris
	ns
	ns
	ns
	PB>RW
	ns
	PB>RS
	ns

	109
	Legionella pneumophila subsp. fraseri
	ns
	ns
	ns
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	110
	Legionella pneumophila subsp. pneumophila str. Philadelphia 1
	ns
	ns
	ns
	ns
	AB>RS
	PB>RS
	ns

	111
	Leptospira interrogans serovar Copenhageni str. Fiocruz L1-130
	ns
	Only RS
	Only AB
	Only PB
	ns
	ns
	ns

	112
	Leptospira interrogans serovar Lai str. 56601
	ns
	ns
	ns
	PB>RW
	AB>RS
	PB>RS
	PB>AB

	113
	Listeria monocytogenes 10403S
	RW>CW
	RS>CS
	ns
	ns
	ns
	ns
	ns

	114
	Listeria monocytogenes Clip80459
	ns
	ns
	ns
	RW>PB
	ns
	ns
	AB>PB

	115
	Listeria monocytogenes EGD-e
	ns
	Only RS
	Only AB
	Only PB
	ns
	ns
	ns

	116
	Listeria monocytogenes FSL J1-208
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	117
	Listeria monocytogenes FSL J2-064
	ns
	ns
	ns
	Only PB
	ns
	Only PB
	Only PB

	118
	Listeria monocytogenes HCC23
	RW>CW
	ns
	ns
	ns
	ns
	ns
	ns

	119
	Listeria monocytogenes HPB2262
	ns
	ns
	RW>AB
	RW>PB
	ns
	ns
	AB>PB

	120
	Listeria monocytogenes J0161
	ns
	ns
	RW>AB
	RW>PB
	ns
	ns
	AB>PB

	121
	Listeria monocytogenes str. 1/2a F6854
	CW>RW
	ns
	RW>AB
	PB>RW
	RS>AB
	ns
	PB>AB

	122
	Listeria monocytogenes str. 4b F2365
	ns
	ns
	ns
	PB>RW
	ns
	PB>RS
	PB>AB

	123
	Listeria monocytogenes str. 4b H7858
	ns
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	ns

	124
	Mycobacterium leprae Br4923
	ns
	ns
	RW>AB
	RW>PB
	ns
	ns
	AB>PB

	125
	Mycobacterium leprae TN
	ns
	CS>RS
	ns
	ns
	RS>AB
	RS>PB
	ns

	126
	Mycobacterium tuberculosis 02_1987
	ns
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	ns

	127
	Mycobacterium tuberculosis 94_M4241A
	RW>CW
	ns
	ns
	ns
	ns
	RS>PB
	ns

	128
	Mycobacterium tuberculosis C
	CW>RW
	ns
	AB>RW
	PB>RW
	RS>AB
	RS>PB
	ns

	129
	Mycobacterium tuberculosis CDC1551
	ns
	CS>RS
	RW>AB
	ns
	RS>AB
	ns
	PB>AB

	130
	Mycobacterium tuberculosis CPHL_A
	ns
	Only RS
	ns
	ns
	ns
	ns
	ns

	131
	Mycobacterium tuberculosis EAS054
	ns
	ns
	AB>RW
	PB>RW
	ns
	ns
	ns

	132
	Mycobacterium tuberculosis F11
	CW>RW
	ns
	ns
	RW>PB
	RS>AB
	RS>PB
	ns

	133
	Mycobacterium tuberculosis GM 1503
	ns
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	ns

	134
	Mycobacterium tuberculosis H37Ra
	ns
	CS>RS
	ns
	RW>PB
	AB>RS
	ns
	AB>PB

	135
	Mycobacterium tuberculosis H37Rv
	ns
	ns
	ns
	ns
	RS>AB
	RS>PB
	ns

	136
	Mycobacterium tuberculosis KZN 1435
	CW>RW
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	137
	Mycobacterium tuberculosis KZN 605
	Only RW
	Only CS
	ns
	ns
	Only AB
	Only PB
	ns

	138
	Mycobacterium tuberculosis str. Haarlem
	ns
	ns
	ns
	ns
	ns
	ns
	ns

	139
	Mycobacterium tuberculosis T17
	ns
	ns
	ns
	ns
	ns
	ns
	ns

	140
	Mycobacterium tuberculosis T46
	RW>CW
	ns
	ns
	RW>PB
	ns
	ns
	ns

	141
	Mycobacterium tuberculosis T92
	ns
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	ns

	142
	Mycobacterium ulcerans Agy99
	CW>RW
	RS>CS
	ns
	ns
	RS>AB
	RS>PB
	ns

	143
	Mycoplasma pneumoniae M129
	ns
	ns
	ns
	PB>RW
	RS>AB
	ns
	PB>AB

	144
	Neisseria gonorrhoeae FA 1090
	RW>CW
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	ns

	145
	Neisseria gonorrhoeae FA19
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	146
	Neisseria gonorrhoeae NCCP11945
	ns
	ns
	ns
	ns
	ns
	ns
	ns

	147
	Neisseria gonorrhoeae PID18
	ns
	ns
	ns
	ns
	ns
	ns
	ns

	148
	Neisseria gonorrhoeae PID332
	ns
	ns
	ns
	RW>PB
	ns
	ns
	ns

	149
	Neisseria gonorrhoeae SK-93-1035
	ns
	ns
	ns
	ns
	Only AB
	Only PB
	ns

	150
	Neisseria meningitidis alpha14
	CW>RW
	ns
	ns
	RW>PB
	RS>AB
	RS>PB
	ns

	151
	Neisseria meningitidis ATCC 13091
	Only CW
	ns
	Only AB
	Only PB
	ns
	ns
	ns

	152
	Neisseria meningitidis FAM18
	RW>CW
	RS>CS
	RW>AB
	RW>PB
	RS>AB
	ns
	PB>AB

	153
	Neisseria meningitidis MC58
	CW>RW
	ns
	AB>RW
	PB>RW
	ns
	ns
	ns

	154
	Neisseria meningitidis serogroup W135
	ns
	CS>RS
	AB>RW
	PB>RW
	ns
	RS>PB
	AB>PB

	155
	Neisseria meningitidis Z2491
	ns
	ns
	AB>RW
	ns
	AB>RS
	PB>RS
	AB>PB

	156
	Pseudomonas aeruginosa 2192
	RW>CW
	RS>CS
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	ns

	157
	Pseudomonas aeruginosa C3719
	ns
	CS>RS
	ns
	RW>PB
	ns
	ns
	AB>PB

	158
	Pseudomonas aeruginosa LESB58
	CW>RW
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	ns

	159
	Pseudomonas aeruginosa PA7
	ns
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	ns

	160
	Pseudomonas aeruginosa PACS2
	ns
	ns
	ns
	RW>PB
	ns
	ns
	AB>PB

	161
	Pseudomonas aeruginosa PAO1
	ns
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	ns

	162
	Pseudomonas aeruginosa UCBPP-PA14
	ns
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	163
	Salmonella typhimurium LT2
	ns
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	ns

	164
	Staphylococcus aureus 930918-3
	ns
	ns
	ns
	Only PB
	ns
	Only PB
	Only PB

	165
	Staphylococcus aureus A9635
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	166
	Staphylococcus aureus RF122
	ns
	CS>RS
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	ns

	167
	Staphylococcus aureus subsp. aureus Btn1260
	Only RW
	ns
	ns
	ns
	ns
	ns
	ns

	168
	Staphylococcus aureus subsp. aureus MRSA252
	ns
	CS>RS
	ns
	ns
	ns
	ns
	ns

	169
	Staphylococcus aureus subsp. aureus TCH70
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	170
	Staphylococcus epidermidis ATCC 12228
	ns
	ns
	ns
	ns
	ns
	ns
	ns

	171
	Staphylococcus epidermidis M23864:W1
	ns
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	ns

	172
	Staphylococcus epidermidis RP62A
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	173
	Staphylococcus epidermidis W23144
	ns
	ns
	ns
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	174
	Staphylococcus saprophyticus subsp. saprophyticus ATCC 15305
	RW>CW
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	PB>AB

	175
	Streptococcus agalactiae A909
	ns
	Only RS
	ns
	RW>PB
	AB>RS
	PB>RS
	AB>PB

	176
	Streptococcus agalactiae CJB111
	ns
	ns
	ns
	Only PB
	Only RS
	ns
	Only PB

	177
	Streptococcus agalactiae COH1
	ns
	ns
	ns
	ns
	ns
	ns
	ns

	178
	Streptococcus agalactiae H36B
	ns
	Only RS
	ns
	ns
	ns
	ns
	ns

	179
	Streptococcus agalactiae NEM316
	Only RW
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	ns

	180
	Streptococcus pneumoniae CCRI 1974M2
	ns
	ns
	ns
	ns
	RS>AB
	RS>PB
	ns

	181
	Streptococcus pneumoniae CDC1873-00
	ns
	ns
	ns
	ns
	AB>RS
	PB>RS
	ns

	182
	Streptococcus pneumoniae D39
	ns
	ns
	RW>AB
	RW>PB
	ns
	ns
	AB>PB

	183
	Streptococcus pneumoniae Hungary19A-6
	ns
	RS>CS
	ns
	PB>RW
	RS>AB
	ns
	PB>AB

	184
	Streptococcus pneumoniae JJA
	ns
	Only RS
	ns
	Only PB
	Only RS
	ns
	Only PB

	185
	Streptococcus pneumoniae R6
	Only CW
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	PB>AB

	186
	Streptococcus pneumoniae SP11-BS70
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	187
	Streptococcus pneumoniae SP6-BS73
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	188
	Streptococcus pneumoniae SP9-BS68
	ns
	CS>RS
	ns
	ns
	RS>AB
	ns
	ns

	189
	Streptococcus pyogenes MGAS2096
	ns
	ns
	RW>AB
	RW>PB
	ns
	ns
	AB>PB

	190
	Streptococcus pyogenes MGAS5005
	Only RW
	Only RS
	ns
	ns
	ns
	ns
	ns

	191
	Streptococcus pyogenes SSI-1
	Only RW
	ns
	Only RW
	Only RW
	Only RS
	Only RS
	ns

	192
	Treponema pallidum subsp. pallidum SS14
	ns
	CS>RS
	ns
	ns
	AB>RS
	PB>RS
	ns

	193
	Treponema pallidum subsp. pallidum str. Nichols
	ns
	RS>CS
	AB>RW
	PB>RW
	ns
	PB>RS
	PB>AB

	194
	Vibrio cholerae 12129(1)
	RW>CW
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	195
	Vibrio cholerae 1587
	ns
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	ns

	196
	Vibrio cholerae 623-39
	ns
	ns
	AB>RW
	PB>RW
	RS>AB
	RS>PB
	ns

	197
	Vibrio cholerae AM-19226
	ns
	CS>RS
	ns
	ns
	ns
	PB>RS
	ns

	198
	Vibrio cholerae B33
	ns
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	ns

	199
	Vibrio cholerae bv. albensis VL426
	ns
	Only CS
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	200
	Vibrio cholerae CT 5369-93
	ns
	RS>CS
	ns
	ns
	AB>RS
	PB>RS
	ns

	201
	Vibrio cholerae M66-2
	ns
	ns
	ns
	RW>PB
	RS>AB
	RS>PB
	ns

	202
	Vibrio cholerae MZO-2
	RW>CW
	ns
	ns
	PB>RW
	AB>RS
	PB>RS
	ns

	203
	Vibrio cholerae MZO-3
	ns
	ns
	ns
	ns
	AB>RS
	PB>RS
	ns

	204
	Vibrio cholerae non-O1
	ns
	ns
	Only RW
	Only RW
	ns
	ns
	ns

	205
	Vibrio cholerae O1 biovar eltor str. N16961
	RW>CW
	RS>CS
	ns
	PB>RW
	AB>RS
	PB>RS
	PB>AB

	206
	Vibrio cholerae O395
	ns
	ns
	RW>AB
	PB>RW
	Only AB
	Only PB
	PB>AB

	207
	Vibrio cholerae RC385
	ns
	ns
	RW>AB
	ns
	AB>RS
	PB>RS
	PB>AB

	208
	Vibrio cholerae TM 11079-80
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	209
	Vibrio cholerae TMA 21
	ns
	Only RS
	AB>RW
	PB>RW
	ns
	PB>RS
	ns

	210
	Vibrio cholerae V51
	ns
	CS>RS
	ns
	RW>PB
	ns
	RS>PB
	AB>PB

	211
	Vibrio cholerae V52
	ns
	ns
	ns
	RW>PB
	RS>AB
	RS>PB
	ns

	212
	Yersinia pestis Angola
	ns
	ns
	ns
	RW>PB
	ns
	ns
	AB>PB

	213
	Yersinia pestis Antiqua
	ns
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	ns

	214
	Yersinia pestis biovar Mediaevalis str. K1973002
	ns
	ns
	ns
	ns
	RS>AB
	ns
	ns

	215
	Yersinia pestis biovar Microtus str. 91001
	ns
	ns
	ns
	ns
	RS>AB
	RS>PB
	ns

	216
	Yersinia pestis biovar Orientalis str. F1991016
	CW>RW
	ns
	RW>AB
	RW>PB
	ns
	ns
	AB>PB

	217
	Yersinia pestis biovar Orientalis str. IP275
	CW>RW
	Only RS
	AB>RW
	PB>RW
	ns
	ns
	AB>PB

	218
	Yersinia pestis biovar Orientalis str. PEXU2
	Only RW
	ns
	Only RW
	RW>PB
	ns
	Only PB
	Only PB

	219
	Yersinia pestis CO92
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	220
	Yersinia pestis KIM
	ns
	ns
	Only AB
	ns
	Only AB
	ns
	Only AB

	221
	Yersinia pestis Nepal516
	ns
	ns
	ns
	Only PB
	ns
	Only PB
	Only PB

	222
	Yersinia pestis Pestoides F
	ns
	ns
	Only AB
	Only PB
	Only AB
	Only PB
	ns

	223
	Yersinia pestis phage phiA1122
	CW>RW
	RS>CS
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	ns

	Pathogenic fungi

	1
	Ajellomyces capsulatus G186AR
	RW>CW
	ns
	ns
	ns
	AB>RS
	PB>RS
	ns

	2
	Ajellomyces capsulatus H143
	ns
	CS>RS
	ns
	RW>PB
	RS>AB
	RS>PB
	AB>PB

	3
	Ajellomyces capsulatus NAm1
	RW>CW
	ns
	ns
	PB>RW
	AB>RS
	PB>RS
	PB>AB

	4
	Ajellomyces dermatitidis ER-3
	CW>RW
	RS>CS
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	PB>AB

	5
	Ajellomyces dermatitidis SLH14081
	ns
	ns
	AB>RW
	PB>RW
	ns
	PB>RS
	ns

	6
	Arthroderma benhamiae CBS 112371
	RW>CW
	ns
	ns
	ns
	ns
	ns
	ns

	7
	Arthroderma gypseum CBS 118893
	ns
	ns
	ns
	ns
	ns
	ns
	ns

	8
	Arthroderma otae CBS 113480
	RW>CW
	ns
	ns
	PB>RW
	AB>RS
	PB>RS
	PB>AB

	9
	Aspergillus flavus NRRL3357
	RW>CW
	ns
	ns
	ns
	AB>RS
	PB>RS
	PB>AB

	10
	Aspergillus fumigatus A1163
	ns
	CS>RS
	ns
	ns
	AB>RS
	ns
	AB>PB

	11
	Aspergillus fumigatus Af293
	ns
	ns
	ns
	ns
	AB>RS
	PB>RS
	ns

	12
	Aspergillus niger CBS 513.88
	ns
	ns
	ns
	ns
	ns
	ns
	ns

	13
	Candida albicans SC5314
	RW>CW
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	PB>AB

	14
	Candida albicans WO-1
	ns
	ns
	ns
	Only PB
	ns
	Only PB
	Only PB

	15
	Candida glabrata CBS 138
	ns
	CS>RS
	ns
	ns
	AB>RS
	PB>RS
	ns

	16
	Candida tropicalis MYA-3404
	ns
	ns
	AB>RW
	ns
	ns
	ns
	ns

	17
	Coccidioides immitis RS
	ns
	ns
	ns
	ns
	AB>RS
	PB>RS
	ns

	18
	Cryptococcus neoformans var. grubii
	CW>RW
	ns
	AB>RW
	PB>RW
	ns
	ns
	ns

	19
	Cryptococcus neoformans var. neoformans
	ns
	ns
	ns
	ns
	ns
	ns
	ns

	20
	Cryptococcus neoformans var. neoformans B-3501A
	RW>CW
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	ns

	21
	Cryptococcus neoformans var. neoformans JEC21
	ns
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	ns

	22
	Malassezia globosa CBS 7966
	ns
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	AB>PB

	23
	Microsporum canis CBS 113480
	ns
	ns
	RW>AB
	RW>PB
	RS>AB
	RS>PB
	ns

	24
	Mucor circinelloides f. lusitanicus
	ns
	ns
	RW>AB
	RW>PB
	ns
	ns
	ns

	25
	Nectria haematococca mpVI
	Only RW
	ns
	ns
	RW>PB
	ns
	ns
	ns

	26
	Nectria haematococca mpVI 77-13-4
	RW>CW
	ns
	AB>RW
	PB>RW
	AB>RS
	ns
	ns

	27
	Paracoccidioides brasiliensis Pb01
	RW>CW
	CS>RS
	ns
	ns
	AB>RS
	PB>RS
	ns

	28
	Paracoccidioides brasiliensis Pb03
	RW>CW
	ns
	ns
	ns
	AB>RS
	PB>RS
	ns

	29
	Paracoccidioides brasiliensis Pb18
	ns
	ns
	ns
	ns
	ns
	ns
	ns

	30
	Penicillium marneffei ATCC 18224
	ns
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	ns

	31
	Pichia guilliermondii ATCC 6260
	RW>CW
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	ns

	32
	Schizophyllum commune H4-8
	RW>CW
	ns
	AB>RW
	PB>RW
	AB>RS
	PB>RS
	PB>AB

	33
	Trichophyton rubrum CBS 118892
	ns
	ns
	ns
	ns
	RS>AB
	RS>PB
	ns

	34
	Trichophyton verrucosum HKI 0517
	ns
	ns
	ns
	RW>PB
	ns
	RS>PB
	AB>PB
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