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Enrichment of phenylpropanoid and flavonoid biosynthesis pathways of KEGG (PM-R vs PP)
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Functions of enriched genes in phenylpropanoid and flavonoid biosynthesis pathways of
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Functional annotation of enriched genes involved in phenylpropanoid and flavonoid
biosynthesis pathways based on Gene Ontology (GO)
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Information of enriched ASVs in the peanut rhizosphere of different cropping systems
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Information on four enriched ASVs in the most diverse cropping system and specific
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P values of figure 5b-d



