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Fig. S1. Effects of long-term fertilization on microbial functional genes. (a) Functional gene numbers, (b) Pielou evenness, (c) percentage of overlapped genes between pairwise samples, and (d) percentage of unique genes.
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[bookmark: _GoBack]Fig. S2 Time-decay relationships (TDR) of soil microbial communities. GeoChip data were normalized according to the basis that gene intensity is proportional to DNA amount used for hybridization. Indices that take account of species abundance between two communities were used.
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