Edaphic variables are better indicators of soil microbial functional structure
than plant-related ones in subtropical broad-leaved forests
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Figure S1. The geographical locations of forest sites. DBF: the deciduous broad-
leaved forest. MBF: the mixed deciduous-evergreen broad-leaved forest. EBF: the
evergreen broad-leaved forest.
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Figure S2. Comparison of microbial functional genes for C fixation among forests. DBF: the deciduous broad-leaved forest. MBF: the
mixed deciduous-evergreen broad-leaved forest. EBF: the evergreen broad-leaved forest. Letters including “a” “b” and “c” above bars indicate
significant difference (P < 0.05, one-way ANOVA with Tukey HSD) among forests.
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Figure S3. Comparison of microbial functional genes for P cycling among forests. DBF: the deciduous broad-leaved forest. MBF: the mixed
deciduous-evergreen broad-leaved forest. EBF: the evergreen broad-leaved forest. Letters including “a” “b” and “c” above bars indicate
significant difference (P < 0.05, one-way ANOVA with Tukey HSD) among forests.
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Figure S4. Comparison of microbial functional genes for S cycling among forests. DBF: the deciduous broad-leaved forest. MBF: the mixed
deciduous-evergreen broad-leaved forest. EBF: the evergreen broad-leaved forest. Letters including “a” “b” and “c” above bars indicate
significant difference (P < 0.05, one-way ANOVA with Tukey HSD) among forests.
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Figure S5. Topology of forest-specific networks based on microbial functional
genes for C fixation. DBF: the deciduous broad-leaved forest. MBF: the mixed
deciduous-evergreen broad-leaved forest. EBF: the evergreen broad-leaved forest.
Each dot indicates a node and each line indicates an edge. Nodes are separated by
genes, which are indicated by different colors.
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Figure S6. Topology of forest-specific networks based on microbial functional
genes for P cycling. DBF: the deciduous broad-leaved forest. MBF: the mixed
deciduous-evergreen broad-leaved forest. EBF: the evergreen broad-leaved forest.
Each dot indicates a node and each line indicates an edge. Nodes are separated by
genes, which are indicated by different colors.
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Figure S7. Topology of forest-specific networks based on microbial functional
genes for S cycling. DBF: the deciduous broad-leaved forest. MBF: the mixed
deciduous-evergreen broad-leaved forest. EBF: the evergreen broad-leaved forest.
Each dot indicates a node and each line indicates an edge. Nodes are separated by
genes, which are indicated by different colors.



Table S1. Comparison of environmental variables (including plant-related and
edaphic variables) among forests. DBF: the deciduous broad-leaved forest. MBF:
the mixed deciduous-evergreen broad-leaved forest. EBF: the evergreen broad-leaved
forest. Letters including “a” “b” and “c” next to values (mean + standard deviation, n
= 9) indicate significant difference (P < 0.05, one-way ANOVA with Tukey HSD)

among forests.

DBF MBF EBF
Plant-related variables
dIVI 0.99+0.03 a 0.52+0.10 b 0.19+0.07 ¢
Shannon-Wiener index 3.11+0.40 a 3.23+0.32 a 2.61£0.13 b
Richness 49+12 a 56+5 a 21+£3 b
Pielou’s evenness 0.80+0.06 0.81+0.08 0.86+0.06
Edaphic variables
Soil pH 4.48+0.48 b 4.1240.18 b 6.72+0.72 a
Organic carbon (C) (g kg™) 42.32+10.94 b 64.91+20.71 a 53.58+19.44 ab
Total nitrogen (N) (g kg™) 3.19+0.87 b 5.07£1.38 a 4.72+1.36 a
Total potassium (K) (g kg™) 0.70+0.36 b 1.13£0.16 b 1.86+£0.57 a
Total phosphorus (P) (g kg™) 0.25+0.08 b 0.59+0.07 a 0.65+0.26 a
Total sulfur (S) (g kg™) 0.41+£0.12 b 1.06+£0.12 a 0.89+0.30 a
NH4*-N (mg kg™!) 41.59+£7.16 b 83.83+£27.71 a 17.11+£10.16 ¢
NO3-N (mg kg™) 5.14+£597 b 43.484+20.05 a 36.40+10.15a
Alkali-hydrolysable N (mg kg') 291.33£70.55b  510.19+106.37a 417.03£89.99 a
Plant available P (mg kg™!) 8.95+3.47 a 6.74+1.62 ab 5.344+2.12 b
Fe’" (g kg 13.78+1.94 b 34.24+2.45 a 34.05+£9.10 a
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